
Supplementary Table 1. Details of the Restriction Fragment Length Polymorphism Analysis, Using Restriction Enzymes Hinf I and Hae III
	
	Fragments of 5’NCR amplicons cut with Hae III
	Fragments of 5’NCR amplicons cut with Hinf I

	Genotype 1
	(179-39) bp
	(218) bp

	Genotype 2
	(19-160-39) bp or (19-104-56-39) bp
	(218) bp

	Genotype 3
	(19-160-39) bp
	(72-146) bp


Obtained DNA fragments with respective length are shown for each genotype.
