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C.
GTCTAGCCATGGCGTTAGTATGAGTGTCGTACAGCCTCCAGGCCCCCCCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCGGGAAGACTGGGTCCTTTCTTGGATAAACCCACTCTATGCCCGGCCATTTGGGCGTGCCCCCGCAAGACTGCTAGCCGAGTAGCGTTGGGTTGCGAAAGGCCTTGTGGTACTGCCTGATAGGGTGCTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGC

Supplementary Figure 2. Panel A: Forward sequencing of the 262 bp amplicon. Panel B: Reverse sequencing of the 262 bp amplicon. Panel C: Alignment of 262 bp sequencing product. Sequence parts shown in yellow denote forward and reverse primers used. Nucleotides in red represent variations with respect to the original HCV sequence. Inconsistences observed can be due to the high genetic heterogeneity of HCV.
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GCCATTTGGGCGTGCCCCCG CAAG ACTGC TAGCC N AG TAGCG TTGGGTTGCGAAAGGCC TTG TGGTAC TGCC TG ATAGGGTGC T TGCG AG TGC CCCG GG AGG TCTCG TAN ACCG TGN
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